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6.(Amended) A [The] Iep^n receptor {Qa^LpoJyagBtidfi [of Claim I] which is selected from 
the group consisting of: 

a. N-tenbinal corresponding to OB-Ra through Lys 889 and C-terminal to a 

C-terminal selected from the group consisting of OB-Rb, OB-Rc, and OB-Rd 
after Lys 889 ; 

N-terminal corresponding to OB-Rb or OB-Rc through Lys* 8 ', and C- 
terminal corresponding to OB-Ra or OB-Rd after Lys 889 ; 

N-termirlal corresponding to OB-Rd through-' Lys 889 , and C-terminal 
corresponding tc\ OB-Ra, OB-Rb, or OB-Rc after T.ys 889 ; 

N-terminal corresponding to SEP ID NO:5S [OB-R] from Pro 664 to 
Lys 88 ', and C-ternSinal corresponding to OB-Ra, OB-Rb, OB-Rc, or [and] OB- 
RdfomJots! 8 ! 

N-terminal corresponding to SEP TP NO:S<? [OB-R] from Met 733 to Lys 889 , and 
C-terminal corresponding to OB-Ra, OB-Rb, OB-Rc, or [and] OB-Rd from T.ys 889 ; 

f) N-terminal selected from the group consisting of OB-Ra, OB-Rb, OB-Rd, and 
OB-R from Pro 6 " [,] to HisV* , and OB-Re from His 796 ; 

g) N-terminal corresponding to SEP ID NP:«rt [OB-R] from Met 733 to His 796 , and 
OB-Re from His 796 [,or allelii variants thereof. ]^and 
til allelic variants of arw kf Mparts a\ thm,,^ p ) 



d. 



7.(Amended) A [The] leptin receoior VoB-R^ pnlypenrj^ [of Claim 1] wherein 
a) the N-terminal sequencers selected from the group consisting of 



i. 

ii. 

iii. 

iv. 

v. 

vi. 
vii. 



amino acid residues 1-889; 
amino acidlresidues 23-889; 
amino acid residues 28-889; 
amino acid residues 133-889; 
amino acid residues 733-889; 
amino acid residues 1-796; 
amino acid residues 23-796; 
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viii. amipo acid residues 28-796; 

ix. amino acid residues 133-796; [and] 

x. aminfc acid residues 733-796; and 
2i) allelic variant of any of subparts i~> through xV and 

b) the C-terminal sequence is selected from the group consisting of 
U SEQ ID NO: lk; 
ill SEQ ID NO: 1$; 
iiil SEQ ID NO: 1: 
M SEQ ID NO: 14j [and] 

SEQ ID NO: 15;land 
yj) allelic variants of any of subparts h through vV 
wherein the numbering in subpart islbased on the amino acid sequence of SEQ ID NO:5;S 
[the full length transcribed murine lepti^ receptor, including the signal peptide, or allelic 
variants thereof]. 



8. (Amended) A [The] lepun receptor (OB-fr) polyp e ptide [of Claim 1] which is a soluble 
receptor. 

9. (Amended) The soluble le^cin receptor of Claim 8 which is selected from the group 
consisting of 

a) OB-Re; 

b) an N-terminal sequence which is selected from the group consisting of: 
il OB-Ra, 
ii) OB-Rb, 
iiil OB-Rd, and 

iv) corresponding to Sfco ro ND-^ [OB-R] from Pro"\ through His 799 , and 
a C-terminal sequence which is OB-R& from His 796 : and 

v) allelic variants of any\f subparts ft through iv); 
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c) an N-terminal sequence which is selected from the group consisting of 
i) amino Wid residues 1-796; 
it) amino icid residues 23-796; 

iii) amino acid residues 28-796; 

iv) amino atid residues 133-796; [and] 

v) amino adid residues 733-796; and 
Yil allelic vatiams of anv of subparts ft through vV and 

a C-terminal sequence \wiich is SEQ ID NO: 15; 



Oil. 

wherein the numbering in subparts b) and is based on the amino acid sequence of SEQJQ 



fcKL55 [the full length transcribe^ murine leptin receptor, including the signal peptide, or 
allelic variants thereof]. 



14. (Amended) A [The] leptin receptor polypeptide, which is a h uman leptin receptor and 
which.comprises [of Claim 12 comprising] an amino acid substitution selected from the group 
consisting of: Phe for Ser 36 ; Asp for Tyr 44 ; Ser for Leu 4 '; Pro for Ser 54 ; Leu for Ser 60 ; Ala for 
His 63 ; Ala for Thr*; Ala for Pro 70 ; He for Thr 77 ; Tyr for His 7 *; Pro for Ser 80 ; Gly for Arg 92 ; 
Gly for Asp**; Thr for Ala ,tD or lie 106 ; Ser for Leu" 8 ; Gly for Asp 124 ; Thr for Lys 138 ; Pro for 
Ser 14 *; Asp for Val 164 ; Leu for Gin 177 ; Asp for Gly 179 ; Gly for Glu ,9i ; deletion for Cys 193 ; His 
Qf> for Leu 197 ; Ser for He 221 ; Leu for Asn 233 ; Leu for Ser 773 ; deletion for Thr 278 ; Ala for Asp 285 ; Glu 
for Lys 2gs ; Ser for Gly 310 ; Arg for Met 370 ; He for Ser 379 ; Ser for Phe 394 ; Ala for Glu 417 ; Gly for 
Glu 459 ; Ser for He 476 ; Thr for He 482 ; Thr for Ile SSI ; His for Tyr 586 ; Lys for He 64 *; Ala for Ser 686 ; 
His for Cys 687 ; Thr for He 759 ; He for Asn 776 ; Asp for Gly 781 ; Gly for Glu 7tt ; Gly for Ser 827 ; Ala 
for Asp 832 ; Arg for Pro 892 ; Thr for Glu 893 ; Asp for Thr 894 ; or Leu for Glu 896 , wherein the 
numbering of the amino acids corresponds to the numbering adopted for SEP TP NO: 56 [the 
human leptin receptor, including the signal sequence]. 



Please add the following claims: 



67. The leptin receptor of any of Claims 3-9 and 14 which is a human leptin receptor. 
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